* t 

Sequence Listing 

<110> Genentech, Inc., Hsei, Vanessa 
Koumenis, Iphigenia 
Leong, Steven R. 
Shahrokh, Zahra 
Zapata, Gerardo A. 

<120> ANTIBODY FRAGMENT- POLYMER CONJUGATES AND USES OF SAME 

<130> P1085R6 

<150> US 60/116,787 
<151> 1999-01-21 

<160> 72 

<210> 1 
<211> 22 
<212> DNA 
<213> Mus musculus 

<400> 1 
cagtccaact gttcaggacg cc 22 

<210> 2 
<211> 22 
<212> DNA 
<213> Mus musculus 

<400> 2 
gtgctgctca tgctgtaggt gc 22 

<210> 3 
<211> 23 
<212> DNA 
<213> Mus musculus 

<400> 3 

gaagttgatg tcttgtgagt ggc 23 

<210> 4 
<211> 24 
<212> DNA 
<213> Mus musculus 

<400> 4 

gcatcctaga gtcaccgagg agcc 24 

<210> 5 
<211> 22 
<212> DNA 
<213> Mus musculus 

<400> 5 
cactggctca gggaaataac cc 22 

<210> 6 
<211> 22 
<212> DNA 
<213> Mus musculus 




<400> 6 
ggagagctgg gaaggtgtgc 

<210> 7 
<211> 35 
<212> DNA 

<213> Mus musculus 

<400> 7 
acaaacgcgt acgctgacat 

<210> 8 

<211> 35 

<212> DNA 

<213> Mus musculus 

<400> 8 
acaaacgcgt acgctgatat 

<210> 9 

<211> 35 

<212> DNA 

<213> Mus musculus 

<400> 9 
acaaacgcgt acgctgacat 

<210> 10 

<211> 37 

<212> DNA 

<213> Mus musculus 

<400> 10 
gctcttcgaa tggtgggaag 

<210> 11 

<211> 39 

<212> DNA 

<213> Mus musculus 

<400> 11 
cgatgggccc ggatagaccg 

<210> 12 

<211> 39 

<212> DNA 

<213> Mus musculus 

<400> 12 
cgatgggccc ggatagactg 

<210> 13 

<211> 39 

<212> DNA 

<213> Mus musculus 

<400> 13 
cgatgggccc ggatagacgg 



ac 22 



cgtcatgacc cagtc 35 



tgtcatgact cagtc 35 



cgtcatgaca cagtc 35 



atggatacag ttggtgc 37 



atggggctgt tgttttggc 39 



atggggctgt cgttttggc 39 



atggggctgt tgttttggc 39 



<210> 14 



<211> 39 
<212> DNA 

<213> Mus musculus 
<400> 14 

cgatgggccc ggatagacag atggggctgt tgttttggc 39 

<210> 15 
<211> 39 
<212> DNA 

<213> Mus musculus 
<400> 15 

cgatgggccc ggatagactg atggggctgt tgttttggc 39 

<210> 16 
<211> 369 
<212> DNA 

<213> Mus musculus 
<400> 16 



gacattgtca 


tgacacagtc 


tcaaaaattc 


atgtccacat 


cagtaggaga 


50 


cagggtcagc 


gtcacctgca 


aggccagtca 


gaatgtgggt 


actaatgtag 


100 


cctggtatca 


acagaaacca 


gggcaatctc 


ctaaagcact 


gatttactcg 


150 


tcatcctacc 


ggtacagtgg 


agtccctgat 


cgcttcacag 


gcagtggatc 


200 


tgggacagat 


ttcactctca 


ccatcagcca 


tgtgcagtct 


gaagacttgg 


250 


cagactattt 


ctgtcagcaa 


tataacatct 


atcctctcac 


gttcggtcct 


300 


gggaccaagc 


tggagttgaa 


acgggctgat 


gctgcaccac 


caactgtatc 


350 


catcttccca 


ccattcgaa 369 









<210> 17 
<211> 123 
<212> PRT 

<213> Mus musculus 



<400> 17 

Asp He Val Met Thr Gin Ser Gin Lys Phe Met Ser Thr Ser Val 

1 5 10 15 

Gly Asp Arg Val Ser Val Thr Cys Lys Ala Ser Gin Asn Val Gly 

20 25 30 

Thr Asn Val Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ser Pro Lys 

35 40 45 

Ala Leu He Tyr Ser Ser Ser Tyr Arg Tyr Ser Gly Val Pro Asp 

50 55 60 

Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He 

65 70 75 

Ser His Val Gin Ser Glu Asp Leu Ala Asp Tyr Phe Cys Gin Gin 

80 85 90 



Tyr Asn lie Tyr Pro Leu Thr Phe Gly Pro Gly Thr Lys Leu Glu 
95 100 105 

Leu Lys Arg Ala Asp Ala Ala Pro Pro Thr Val Ser lie Phe Pro 
110 115 120 

Pro Phe Glu 
123 

<210> 18 

<211> 417 

<212> DNA 

<213> Mus musculus 

<400> 18 



ttctattgct 


acaaacgcgt 


acgctgaggt 


gcagctggtg 


gagtctgggg 


50 


gaggcttagt 


gccgcctgga 


gggtccctga 


aactctcctg 


tgcagcctct 


100 


ggattcatat 


tcagtagtta 


tggcatgtct 


tgggttcgcc 


agactccagg 


150 


caagagcctg 


gagttggtcg 


caaccattaa 


taataatggt 


gatagcacct 


200 


attatccaga 


cagtgtgaag 


ggccgattca 


ccatctcccg 


agacaatgcc 


250 


aagaacaccc 


tgtacctgca 


aatgagcagt 


ctgaagtctg 


aggacacagc 


300 


catgttttac 


tgtgcaagag 


ccctcattag 


ttcggctact 


tggtttggtt 


350 


actggggcca 


agggactctg 


gtcactgtct 


ctgcagccaa 


aacaacagcc 


400 


ccatctgtct 


atccggg 417 









<210> 19 
<211> 130 
<212> PRT 

<213> Mus musculus 
<400> 19 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Pro Pro Gly 

15 10 15 

Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe lie Phe Ser 

20 25 30 

Ser Tyr Gly Met Ser Trp Val Arg Gin Thr Pro Gly Lys Ser Leu 

35 40 45 

Glu Leu Val Ala Thr lie Asn Asn Asn Gly Asp Ser Thr Tyr Tyr 

50 55 60 

Pro Asp Ser Val Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ala 

65 70 75 

Lys Asn Thr Leu Tyr Leu Gin Met Ser Ser Leu Lys Ser Glu Asp 

80 85 90 

Thr Ala Met Phe Tyr Cys Ala Arg Ala Leu lie Ser Ser Ala Thr 

95 100 105 

Trp Phe Gly Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala 



110 



115 



120 



Ala Lys Thr Thr Ala Pro Ser Val Tyr Pro 



<210> 20 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-31 

<223> recombinant immunoglobulin 
<400> 20 

acaaacgcgt acgctgatat cgtcatgaca g 31 

<210> 21 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-31 

<223> recombinant immunoglobulin 
<400> 21 

gcagcatcag ctcttcgaag ctccagcttg g 31 

<210> 22 
<211> 21 
<212> DNA 

<213> Escherichia coli 

<400> 22 
ccactagtac gcaagttcac g 21 

<210> 23 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-33 

<223> recombinantimmunoglobulin 
<400> 23 

gatgggccct tggtggaggc tgcagagaca gtg 33 

<210> 24 
<211> 714 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-714 

<223> recombinant immunoglobulin 



125 



130 



<400> 24 



atgaagaaga 


atatcgcatt 


tcttcttgca 


tctatgttcg 


ttttttctat 


50 


tgctacaaac 


gcgtacgctg 


atatcgtcat 


gacacagtct 


caaaaattca 


100 


tgtccacatc 


agtaggagac 


agggtcagcg 


tcacctgcaa 


ggccagtcag 


150 


aatgtgggta 


ctaatgtagc 


ctggtatcaa 


cagaaaccag 


ggcaatctcc 


200 


taaagcactg 


atttactcgt 


catcctaccg 


gtacagtgga 


gtccctgatc 


250 


gcttcacagg 


cagtggatct 


gggacagatt 


tcactctcac 


catcagccat 


300 


gtgcagtctg 


aagacttggc 


agactatttc 


tgtcagcaat 


ataacatcta 


350 


tcctctcacg 


ttcggtcctg 


ggaccaagct 


ggagcttcga 


agagctgtgg 


400 


ctgcaccatc 


tgtcttcatc 


ttcccgccat 


ctgatgagca 


gttgaaatct 


450 


ggaactgctt 


ctgttgtgtg 


cctgctgaat 


aacttctatc 


ccagagaggc 


500 




f- /-T /-T -1 -J f~r /-T f- /-T/T 

uygaayyuyy 


dL-aclOyC-OCL 


/— • -a f- /~< f-^ f~f e~% 4" 

ccciciLcygyu 


dctv^LO^i^ayy 




agagtgtcac 


agagcaggac 


agcaaggaca 


gcacctacag 


cctcagcagc 


600 


accctgacgc 


tgagcaaagc 


agactacgag 


aaacacaaag 


tctacgcctg 


650 


cgaagtcacc 


catcagggcc 


tgagctcgcc 


cgtcacaaag 


agcttcaaca 


700 


ggggagagtg 


ttaa 714 











<210> 25 
<211> 237 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-237 

<223> recombinant immunoglobulin 
<400> 25 

Met Lys Lys Asn lie Ala Phe Leu Leu Ala Ser Met Phe Val Phe 
15 10 15 

Ser lie Ala Thr Asn Ala Tyr Ala Asp lie Val Met Thr Gin Ser 
20 25 30 

Gin Lys Phe Met Ser Thr Ser Val Gly Asp Arg Val Ser Val Thr 
35 40 45 

Cys Lys Ala Ser Gin Asn Val Gly Thr Asn Val Ala Trp Tyr Gin 
50 55 60 

Gin Lys Pro Gly Gin Ser Pro Lys Ala Leu lie Tyr Ser Ser Ser 
65 70 75 

Tyr Arg Tyr Ser Gly Val Pro Asp Arg Phe Thr Gly Ser Gly Ser 
80 85 90 




Gly Thr Asp Phe 

Leu Ala Asp Tyr 

Phe Gly Pro Gly 

Pro Ser Val Phe 

Gly Thr Ala Ser 

Glu Ala Lys Val 

Asn Ser Gin Glu 

Tyr Ser Leu Ser 

Lys His Lys Val 

Ser Pro Val Thr 

<210> 26 
<211> 756 
<212> DNA 
<213> Artificial 

<220> 

<221> Artificial 
<222> 1-756 
<223> recombinant immunoglobulin 

<400> 26 



atgaaaaaga 


atatcgcatt 


tcttcttgca 


tctatgttcg 


ttttttctat 


50 


tgctacaaac 


gcgtacgctg 


aggtgcagct 


ggtggagtct 


gggggaggct 


100 


tagtgccgcc 


tggagggtcc 


ctgaaactct 


cctgtgcagc 


ctctggattc 


150 


atattcagta 


gttatggcat 


gtcttgggtt 


cgccagactc 


caggcaagag 


200 


cctggagttg 


gtcgcaacca 


ttaataataa 


tggtgatagc 


acctattatc 


250 


cagacagtgt 


gaagggccga 


ttcaccatct 


cccgagacaa 


tgccaagaac 


300 


accctgtacc 


tgcaaatgag 


cagtctgaag 


tctgaggaca 


cagccatgtt 


350 


ttactgtgca 


agagccctca 


ttagttcggc 


tacttggttt 


ggttactggg 


400 


gccaagggac 


tctggtcact 


gtctctgcag 


cctccaccaa 


gggcccatcg 


450 


gtcttccccc 


tggcaccctc 


ctccaagagc 


acctctgggg 


gcacagcggc 


500 



Thr Leu Thr lie Ser His Val Gin Ser Glu Asp 
95 100 105 

Phe Cys Gin Gin Tyr Asn lie Tyr Pro Leu Thr 
110 115 120 

Thr Lys Leu Glu Leu Arg Arg Ala Val Ala Ala 
125 130 135 

lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser 
140 145 150 

Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 
155 160 165 

Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly 
170 175 180 

Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr 
185 190 195 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu 
200 205 210 

Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser 
215 220 225 

Lys Ser Phe Asn Arg Gly Glu Cys 
230 235 237 



Sequence 
Sequence 



cctgggctgc ctggtcaagg actacttccc cgaaccggtg acggtgtcgt 550 

ggaactcagg cgccctgacc agcggcgtgc acaccttccc ggctgtccta 600 

cagtcctcag gactctactc cctcagcagc gtggtgaccg tgccctccag 650 

cagcttgggc acccagacct acatctgcaa cgtgaatcac aagcccagca 700 

acaccaaggt ggacaagaaa gttgagccca aatcttgtga caaaactcac 750 

acatga 756 

<210> 27 
<211> 251 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-251 

<223> recombinant immunglobulin 
<400> 27 

Met Lys Lys Asn lie Ala Phe Leu Leu Ala Ser Met Phe Val Phe 
15 10 15 

Ser lie Ala Thr Asn Ala Tyr Ala Glu Val Gin Leu Val Glu Ser 
20 25 30 

Gly Gly Gly Leu Val Pro Pro Gly Gly Ser Leu Lys Leu Ser Cys 
35 40 45 

Ala Ala Ser Gly Phe lie Phe Ser Ser Tyr Gly Met Ser Trp Val 
50 55 60 

Arg Gin Thr Pro Gly Lys Ser Leu Glu Leu Val Ala Thr lie Asn 
65 70 75 

Asn Asn Gly Asp Ser Thr Tyr Tyr Pro Asp Ser Val Lys Gly Arg 
80 85 90 

Phe Thr lie Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr Leu Gin 
95 100 105 

Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met Phe Tyr Cys Ala 
110 115 120 

Arg Ala Leu lie Ser Ser Ala Thr Trp Phe Gly Tyr Trp Gly Gin 
125 130 135 

Gly Thr Leu Val Thr Val Ser Ala Ala Ser Thr Lys Gly Pro Ser 
140 145 150 

Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr 
155 160 165 

Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val 
170 175 180 

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr 
185 190 195 



J. 1 



Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu Ser Ser 
200 205 210 

Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr Tyr He 
215 220 225 

Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Lys 
230 235 240 

Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr 
245 250 251 

<210> 28 
<211> 37 
<212> DNA 

<213> Mus musculus ^ 
<400> 28 

ccaatgcata cgctgacatc gtgatgaccc agacccc 37 

<210> 29 
<211> 37 
<212> DNA 

<213> Mus musculus 
<400> 29 

ccaatgcata cgctgatatt gtgatgactc agactcc 37 

<210> 30 

<211> 37 

<212> DNA 

<213> Mus musculus 

<400> 30 

ccaatgcata cgctgacatc gtgatgacac agacacc 37 

<210> 31 
<211> 35 
<212> DNA 

<213> Mus musculus 
<400> 31 

agatgtcaat tgctcactgg atggtgggaa gatgg 35 

<210> 32 
<211> 32 
<212> DNA 

<213> Mus musculus 
<400> 32 

caaacgcgta cgctgagatc cagctgcagc ag 32 

<210> 33 
<211> 32 
<212> DNA 

<213> Mus musculus 



<400> 33 

caaacgcgta cgctgagatt cagctccagc ag 32 



<210> 34 

<211> 391 

<212> DNA 

<213> Mus musculus 

<400> 34 

gatatcgtga tgacacagac accactctcc ctgcctgtca gtcttggaga 50 

tcaggcctcc atctcttgca gatctagtca gagccttgta cacggtattg 100 

gaaacaccta tttacattgg tacctgcaga agccaggcca gtctccaaag 150 

ctcctgatct acaaagtttc caaccgattt tctggggtcc cagacaggtt 200 

cagtggcagt ggatcaggga cagatttcac actcaggatc agcagagtgg 250 

aggctgagga tctgggactt tatttctgct ctcaaagtac acatgttccg 300 

ctcacgttcg gtgctgggac caagctggag ctgaaacggg ctgatgctgc 350 

accaactgta tccatcttcc caccatccag tgagcaattg a 391 

<210> 35 
<211> 131 
<212> PRT 

<213> Mus musculus 
<400> 35 

Asp lie Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Ser Leu 
15 10 15 

Gly Asp Gin Ala Ser lie Ser Cys Arg Ser Ser Gin Ser Leu Val 
20 25 30 

His Gly lie Gly Asn Thr Tyr Leu His Trp Tyr Leu Gin Lys Pro 
35 40 45 

Gly Gin Ser Pro Lys Leu Leu lie Tyr Lys Val Ser Asn Arg Phe 
50 55 60 

Ser Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp 
65 70 75 

Phe Thr Leu Arg lie Ser Arg Val Glu Ala Glu Asp Leu Gly Leu 
80 85 90 

Tyr Phe Cys Ser Gin Ser Thr His Val Pro Leu Thr Phe Gly Ala 
95 100 105 

Gly Thr Lys Leu Glu Leu Lys Arg Ala Asp Ala Ala Pro Thr Val 
110 115 120 

Ser lie Phe Pro Pro Ser Ser Glu Gin Leu Lys 
125 130 131 

<210> 36 

<211> 405 

<212> DNA 

<213> Mus musculus 



<400> 36 




gagattcagc 


tgcagcagtc 


tggacctgag 


ctgatgaagc 


ctggggcttc 


50 


agtgaagata 


tcctgcaagg 


cttctggtta 


ttcattcagt 


agccactaca 


100 


tgcactgggt 


gaagcagagc 


catggaaaga 


gccttgagtg 


gattggctac 


150 


attgatcctt 


ccaatggtga 


aactacttac 


aaccagaaat 


tcaagggcaa 


200 


ggccacat tg 


actgtagaca 


catct tccag 


cacagccaac 


gtgca t ct ca 


250 


gcagcctgac 


atctgatgac 


tctgcagtct 


atttctgtgc 


aagaggggac 


300 


tatagataca 


acggcgactg 


gtttttcgat 


gtctggggcg 


cagggaccac 


350 


ggtcaccgtc 


tcctccgcca 


aaaccgacag 


ccccatcggt 


ctatccgggc 


400 



ccatc 405 



<210> 37 

<211> 135 

<212> PRT 

<213> Mus musculus 

<400> 37 
Glu lie Gin Leu Gin 
1 5 

Ala Ser Val Lys lie 
20 

Ser His Tyr Met His 
35 

Glu Trp lie Gly Tyr 
50 

Asn Gin Lys Phe Lys 
65 

Ser Ser Thr Ala Asn 
80 

Ser Ala Val Tyr Phe 
95 

Asp Trp Phe Phe Asp 
110 



Ser Ser Ala Lys Thr 
125 

<210> 38 
<211> 22 
<212> DNA 
<213> Artificial Sequence 

<220> 

<221> Artifical Sequence 
<222> 1-22 

<223> recombinant immunoglobulin 



Gin Ser Gly Pro 
Ser Cys Lys Ala 
Trp Val Lys Gin 



Glu 
10 

Ser 
25 

Ser 
40 



Leu 



Gly 



His 



Met Lys 
Tyr Ser 
Gly Lys 



lie Asp Pro Ser Asn Gly Glu Thr 
55 

Gly Lys Ala Thr Leu Thr Val Asp 
70 



Val His Leu Ser 



Cys Ala Arg Gly 



Val Trp Gly Ala 



Ser 
85 

Asp 
100 

Gly 
115 



Leu Thr Ser 
Tyr Arg Tyr 
Thr Thr Val 



Asp Ser Pro lie Gly Leu Ser Gly 
130 



Pro Gly 
15 

Phe Ser 
30 

Ser Leu 
45 

Thr Tyr 
60 

Thr Ser 
75 

Asp Asp 
90 

Asn Gly 
105 

Thr Val 
120 

Pro lie 
135 




<400> 38 
cttggtggag gcggaggaga eg 22 

<210> 39 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-38 

<223> recombinant immunoglobulin 
<400> 39 

gaaacgggct gttgctgcac caactgtatt catcttcc 38 

<210> 40 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-31 

<223> recombinant immunoglobulin 
<400> 40 

gtcaccgtct cctccgcctc caccaagggc c 31 

<210> 41 
<211> 729 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artifical Sequence 
<222> 1-729 

<223> recombinant immunoglobulin 
<400> 41 



atgaagaaga 


atatcgcatt 


tcttcttgca 


tctatgttcg 


ttttttctat 


50 


tgctacaaat 


gcatacgctg 


atatcgtgat 


gacacagaca 


ccactctccc 


100 


tgcctgtcag 


tcttggagat 


caggcctcca 


tctcttgcag 


atctagtcag 


150 


agccttgtac 


acggtattgg 


aaacacctat 


ttacattggt 


acctgcagaa 


200 


gccaggccag 


tctccaaagc 


tcctgatcta 


caaagtttcc 


aaccgatttt 


250 


ctggggtccc 


agacaggttc 


agtggcagtg 


gatcagggac 


agatttcaca 


300 


ctcaggatca 


gcagagtgga 


ggctgaggat 


ctgggacttt 


atttctgctc 


350 


tcaaagtaca 


catgttccgc 


tcacgttcgg 


tgctgggacc 


aagctggagc 


400 


tgaaacgggc 


tgttgctgca 


ccaactgtat 


tcatcttccc 


accatccagt 


450 


gagcaattga 


aatctggaac 


tgcctctgtt 


gtgtgcctgc 


tgaataactt 


500 


ctatcccaga 


gaggccaaag 


tacagtggaa 


ggtggataac 


gccctccaat 


550 



cgggtaactc ccaggagagt gtcacagagc aggacagcaa ggacagcacc 600 

tacagcctca gcagcaccct gacgctgagc aaagcagact acgagaaaca 650 

caaagtctac gcctgcgaag tcacccatca gggcctgagc tcgcccgtca 700 

caaagagctt caacagggga gagtgttaa 729 

<210> 42 
<211> 242 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-242 

<223> recombinant immunoglobulin 
<400> 42 

Met Lys Lys Asn lie Ala Phe Leu Leu Ala Ser Met Phe Val Phe 

15 10 15 

Ser He Ala Thr Asn Ala Tyr Ala Asp He Val Met Thr Gin Thr 

20 25 30 

Pro Leu Ser Leu Pro Val Ser Leu Gly Asp Gin Ala Ser He Ser 

35 40 45 

Cys Arg Ser Ser Gin Ser Leu Val His Gly He Gly Asn Thr Tyr 

50 55 60 

Leu His Trp Tyr Leu Gin Lys Pro Gly Gin Ser Pro Lys Leu Leu 

65 70 75 

He Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro Asp Arg Phe 

80 85 90 

Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Arg He Ser Arg 

95 100 105 

Val Glu Ala Glu Asp Leu Gly Leu Tyr Phe Cys Ser Gin Ser Thr 

110 115 120 

His Val Pro Leu Thr Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys 

125 130 135 

Arg Ala Val Ala Ala Pro Thr Val Phe He Phe Pro Pro Ser Ser 

140 145 150 

Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn 

155 160 165 

Asn Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn 

170 175 180 

Ala Leu Gin Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp 

185 190 195 

Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser 

200 205 210 




Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr 
215 220 225 

His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly 
230 235 240 

Glu Cys 
242 

<210> 43 
<211> 762 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-762 

<223> recombinant immunoglobulin 
<400> 43 





atgaaaaaga 


atatcgcatt 


tcttcttgca 


tctatgttcg 


ttttttctat 


50 




tgctacaaac 


gcgtacgctg 


agattcagct 


gcagcagtct 


ggacctgagc 


100 


!. : 


tgatgaagcc 


tggggcttca 


gtgaagatat 


cctgcaaggc 


ttctggttat 


150 


tssc 


tcattcagta 


gccactacat 


gcactgggtg 


aagcagagcc 


atggaaagag 


200 




ccttgagtgg 


attggctaca 


ttgatccttc 


caatggtgaa 


actacttaca 


250 


w 


accagaaatt 


caagggcaag 


gccacattga 


ctgtagacac 


atcttccagc 


300 


':: 


acagccaacg 


tgcatctcag 


cagcctgaca 


tctgatgact 


ctgcagtcta 


350 


i- A 


tttctgtgca 


agaggggact 


atagatacaa 


cggcgactgg 


tttttcgatg 


400 


1* ; 5 

1 Li 


tctggggcgc 


agggaccacg 


gtcaccgtct 


cctccgcctc 


caccaagggc 


450 


i. _3 


ccatcggtct 


tccccctggc 


accctcctcc 


aagagcacct 


ctgggggcac 


500 


□ 


agcggccctg 


ggctgcctgg 


tcaaggacta 


cttccccgaa 


ccggtgacgg 


550 




tgtcgtggaa 


ctcaggcgcc 


ctgaccagcg 


gcgtgcacac 


cttcccggct 


600 




gtcctacagt 


cctcaggact 


ctactccctc 


agcagcgtgg 


tgaccgtgcc 


650 




ctccagcagc 


ttgggcaccc 


agacctacat 


ctgcaacgtg 


aatcacaagc 


700 




ccagcaacac 


caaggtggac 


aagaaagttg 


agcccaaatc 


ttgtgacaaa 


750 



actcacacat ga 7 62 

<210> 44 
<211> 253 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-253 





<223> recombinant inununoglobulin 
<400> 44 

Met Lys Lys Asn lie Ala Phe Leu Leu Ala Ser Met Phe Val Phe 
15 10 15 

Ser lie Ala Thr Asn Ala Tyr Ala Glu lie Gin Leu Gin Gin Ser 
20 25 30 

Gly Pro Glu Leu Met Lys Pro Gly Ala Ser Val Lys lie Ser Cys 
35 40 45 

Lys Ala Ser Gly Tyr Ser Phe Ser Ser His Tyr Met His Trp Val 
50 55 60 

Lys Gin Ser His Gly Lys Ser Leu Glu Trp lie Gly Tyr lie Asp 
65 70 75 

Pro Ser Asn Gly Glu Thr Thr Tyr Asn Gin Lys Phe Lys Gly Lys 
80 85 90 

Ala Thr Leu Thr Val Asp Thr Ser Ser Ser Thr Ala Asn Val His 
95 100 105 

Leu Ser Ser Leu Thr Ser Asp Asp Ser Ala Val Tyr Phe Cys Ala 
110 115 120 

Arg Gly Asp Tyr Arg Tyr Asn Gly Asp Trp Phe Phe Asp Val Trp 
125 130 135 

Gly Ala Gly Thr Thr Val Thr Val Ser Ser Ala Ser Thr Lys Gly 
140 145 150 

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly 
155 160 165 

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu 
170 175 180 

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val 
185 190 195 

His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu 
200 205 210 

Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr 
215 220 225 

Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp 
230 235 240 

Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr 



245 



250 



253 



<210> 45 
<211> 114 
<212> PRT 



<213> Mus musculus 



<400> 45 

Asp lie Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Ser Leu 



15 10 15 

Gly Asp Gin Ala Ser lie Ser Cys Arg Ser Ser Gin Ser Leu Val 

20 25 30 

His Gly lie Gly Asn Thr Tyr Leu His Trp Tyr Leu Gin Lys Pro 

35 40 45 

Gly Gin Ser Pro Lys Leu Leu lie Tyr Tyr Lys Val Ser Asn Arg 

50 55 60 

Phe Ser Gly Val Pro Asp Arg Phe Ser Asp Ser Gly Ser Gly Thr 

65 70 75 

Asp Phe Thr Leu Arg lie Ser Arg Val Glu Ala Glu Asp Leu Gly 

80 85 90 

Leu Tyr Phe Cys Ser Gin Ser Thr His Val Pro Leu Thr Phe Gly 

95 100 105 

Ala Gly Thr Lys Leu Glu Leu Lys Arg 
110 114 

<210> 46 
<211> 114 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-114 

<223> recombinant immunoglobulin 
<400> 46 

Asp lie Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val 

15 10 15 

Gly Asp Arg Val Thr lie Thr Cys Arg Ser Ser Gin Ser Leu Val 

20 25 30 

His Gly lie Gly Asn Thr Tyr Leu His Trp Tyr Gin Gin Lys Pro 

35 40 45 

Gly Lys Ala Pro Lys Leu Leu lie Tyr Tyr Lys Val Ser Asn Arg 

50 55 60 

Phe Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr 

65 70 75 

Asp Phe Thr Leu Thr lie Ser Ser Leu Gin Pro Glu Asp Phe Ala 

80 85 90 

Thr Tyr Tyr Cys Ser Gin Ser Thr His Val Pro Leu Thr Phe Gly 

95 100 105 

Gin Gly Thr Lys Val Glu lie Lys Arg 
110 114 



<210> 47 
<211> 109 
<212> PRT 



<213> Homo sapiens 
<400> 47 

Asp lie Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val 
15 10 15 

Gly Asp Arg Val Thr lie Thr Cys Arg Ala Ser Lys Thr lie Ser 
20 25 30 

Lys Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys 
35 40 45 

Leu Leu lie Tyr Tyr Ser Gly Ser Thr Leu Glu Ser Gly Val Pro 
50 55 60 

Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 

lie Ser Ser Leu Gin Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Gin 
80 85 90 

Gin His Asn Glu Tyr Pro Leu Thr Phe Gly Gin Gly Thr Lys Val 
95 100 105 

Glu lie Lys Arg 
109 

<210> 48 
<211> 117 
<212> PRT 

<213> Mus Musculus 
<400> 48 

Glu lie Gin Leu Gin Gin Ser Gly Pro Glu Leu Met Lys Pro Gly 
15 10 15 

Ala Ser Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Ser Phe Ser 
20 25 30 

Ser His Tyr Met His Trp Val Lys Gin Ser His Gly Lys Ser Leu 
35 40 45 

Glu Trp lie Gly Tyr lie Asp Pro Ser Asn Gly Glu Thr Thr Tyr 
50 55 60 

Asn Gin Lys Phe Lys Gly Lys Ala Thr Leu Thr Val Asp Thr Ser 
65 70 75 

Ser Ser Thr Ala Asn Val His Leu Ser Ser Leu Thr Ser Asp Asp 
80 85 90 

Ser Ala Val Tyr Phe Cys Ala Ala Arg Gly Asp Tyr Arg Tyr Asn 
95 100 105 

Gly Asp Trp Phe Phe Asp Val Trp Gly Ala Gly Thr 
110 115 117 

<210> 49 
<211> 117 
<212> PRT 

<213> Artificial Sequence 



<220> 

<221> Artificial Sequence 
<222> 1-117 

<223> recombinant immunoglobulin 
<400> 49 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly 

15 10 15 

Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Phe Ser 

20 25 30 

Ser His Tyr Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu 

35 40 45 

Glu Trp Val Gly Tyr lie Asp Pro Ser Asn Gly Glu Thr Thr Tyr 

50 55 60 

Asn Gin Lys Phe Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser 

65 70 75 

Lys Asn Thr Leu Tyr Leu Gin Met Asn Ser Leu Arg Ala Glu Asp 

80 85 90 

Thr Ala Val Tyr Tyr Cys Ala Ala Arg Gly Asp Tyr Arg Tyr Asn 

95 100 105 

Gly Asp Trp Phe Phe Asp Val Trp Gly Gin Gly Thr 

110 115 117 

<210> 50 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 50 

Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly 

15 10 15 

Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Thr 

20 25 30 

Gly His Trp Met Asn Trp Val Arg Gin Ala Pro Gly Lys Gly Leu 

35 40 45 

Glu Trp Val Gly Met lie His Pro Ser Asp Ser Glu Thr Arg Tyr 

50 55 60 

Ala Asp Ser Val Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser 

65 70 75 

Lys Asn Thr Leu Tyr Leu Gin Met Asn Ser Leu Arg Ala Glu Asp 

80 85 90 

Thr Ala Val Tyr Tyr Cys Ala Ala Arg Gly lie Tyr Phe Tyr Gly 

95 100 105 



Thr Thr Tyr Phe Asp Tyr Trp Gly Gin Gly Thr 
110 115 116 



<210> 51 
<211> 242 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-242 

<223> recombinant immunoglobulin 
<400> 51 

Met Lys Lys Asn lie Ala Phe Leu Leu Ala Ser Met Phe Val Phe 

15 10 15 

Ser lie Ala Thr Asn Ala Tyr Ala Asp lie Gin Met Thr Gin Ser 

20 25 30 

Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Thr lie Thr 

35 40 45 

Cys Arg Ser Ser Gin Ser Leu Val His Gly lie Gly Asn Thr Tyr 

50 55 60 

Leu His Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu 

65 70 75 

lie Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro Ser Arg Phe 

80 85 90 

Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Ser 

95 100 105 

Leu Gin Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Ser Gin Ser Thr 

110 115 120 

His Val Pro Leu Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 

125 130 135 

Arg Thr Val Ala Ala Pro Ser Val Phe He Phe Pro Pro Ser Asp 

140 145 150 

Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn 

155 160 165 

Asn Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn 

170 175 180 

Ala Leu Gin Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp 

185 190 195 

Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser 

200 205 210 

Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr 

215 220 225 

His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly 

230 235 240 



Glu Cys 
242 



<210> 52 
<211> 253 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-253 

<223> recombinant immunoglobulin 
<400> 52 

Met Lys Lys Asn lie Ala Phe Leu Leu Ala Ser Met Phe Val Phe 

15 10 15 

Ser lie Ala Thr Asn Ala Tyr Ala Glu Val Gin Leu Val Gin Ser 

20 25 30 

Gly Gly Gly Leu Val Gin Pro Gly Gly Ser Leu Arg Leu Ser Cys 

35 40 45 

Ala Ala Ser Gly Tyr Ser Phe Ser Ser His Tyr Met His Trp Val 

50 55 60 

Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val Gly Tyr lie Asp 

65 70 75 

Pro Ser Asn Gly Glu Thr Thr Tyr Asn Gin Lys Phe Lys Gly Arg 

80 85 90 

Phe Thr Leu Ser Arg Asp Asn Ser Lys Asn Thr Ala Tyr Leu Gin 

95 - 100 105 

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala 

110 115 120 

Arg Gly Asp Tyr Arg Tyr Asn Gly Asp Trp Phe Phe Asp Val Trp 

125 130 135 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly 

140 145 150 

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly 

155 160 165 

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu 

170 175 180 

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val 

185 190 195 

His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu 

200 205 210 

Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr 

215 220 225 

Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp 

230 235 240 



Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr 



245 250 253 

<210> 53 
<211> 159 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-159 

<223> recombinant phage protein 
<400> 53 

Ser Gly Gly Gly Ser Gly Ser Gly Asp Phe Asp Tyr Glu Lys Met 
15 10 15 

Ala Asn Ala Asn Lys Gly Ala Met Thr Glu Asn Ala Asp Glu Asn 
20 25 30 

Ala Leu Gin Ser Asp Ala Lys Gly Lys Leu Asp Ser Val Ala Thr 
35 40 45 

Asp Tyr Gly Ala Ala lie Asp Gly Phe He Gly Asp Val Ser Gly 
50 55 60 

Leu Ala Asn Gly Asn Gly Ala Thr Gly Asp Phe Ala Gly Ser Ser 
65 70 75 

Asn Ser Gin Met Ala Gin Val Gly Asp Gly Asp Asn Ser Pro Leu 
80 85 90 

Met Asn Asn Phe Arg Gin Tyr Leu Pro Ser Leu Pro Gin Ser Val 
95 100 105 

Glu Cys Arg Pro Phe Val Phe Ser Ala Gly Lys Pro Tyr Glu Phe 
110 115 120 

Ser He Asp Cys Asp Lys He Asn Leu Phe Arg Gly Val Phe Ala 
125 130 135 

Phe Leu Leu Tyr Val Ala Thr Phe Met Tyr Val Phe Ser Thr Phe 
140 145 150 

Ala Asn He Leu Arg Asn Lys Glu Ser 
155 159 

<210> 54 
<211> 780 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-780 

<223> recombinant immunglobulin 
<400> 54 

atgaaaaaga atatcgcatt tcttcttgca tctatgttcg ttttttctat 50 



tgctacaaac gcatacgctg atatccagat gacccagtcc ccgagctccc 100 



tgtccgcctc 


tgtgggcgat 


agggtcacca 


tcacctgcag 


gtcaagtcaa 


150 


agcttagtac 


atggtatagg 


taacacgtat 


ttacactggt 


atcaacagaa 


200 


accaggaaaa 


gctccgaaac 


tactgattta 


caaagtatcc 


aatcgattct 


250 


ctggagtccc 


ttctcgcttc 


tctggatccg 


gttctgggac 


ggatttcact 


300 


ctgaccatca 


gcagtctgca 


gccagaagac 


ttcgcaactt 


attactgttc 


350 


acagagtact 


catgtcccgc 


tcacgtttgg 


acagggtacc 


aaggtggaga 


400 


tcaaacgaac 


tgtggctgca 


ccatctgtct 


tcatcttccc 


gccatctgat 


450 


gagcagttga 


aatctggaac 


tgcttctgtt 


gtgtgcctgc 


tgaataactt 


500 


ctatcccaga 


gaggccaaag 


tacagtggaa 


ggtggataac 


gccctccaat 


550 


cgggtaactc 


ccaggagagt 


gtcacagagc 


aggacagcaa 


ggacagcacc 


600 


tacagcctca 


gcagcaccct 


gacgctgagc 


aaagcagact 


acgagaaaca 


650 


caaagtctac 


gcctgcgaag 


tcacccatca 


gggcctgagc 


tcgcccgtca 


700 


caaagagctt 


caacagggga 


gagtgttaag 


ctgatcctct 


acgccggacg 


750 


catcgtggcc 


ctagtacgca 


actagtcgta 


780 







Q 

ass 

<210> 55 
'H <211> 253 

<212> PRT 
Q <213> Artificial Sequence 

*7 <220> 

.'L <221> Artificial Sequence 

<222> 1-253 
l'"^ <223> recombinant immunoglobulin 

<400> 55 

Met Lys Lys Asn lie Ala Phe Leu Leu Ala Ser Met Phe Val Phe 

:i 15 10 15 

f, J 

Ser lie Ala Thr Asn Ala Tyr Ala Glu Val Gin Leu Val Glu Ser 

20 25 30 

Gly Gly Gly Leu Val Gin Pro Giy Gly Ser Leu Arg Leu Ser Cys 
35 40 45 

Ala Ala Ser Gly Tyr Ser Phe Ser Ser His Tyr Met His Trp Val 
50 55 60 

Lys Gin Ala Pro Gly Lys Gly Leu Glu Trp Val Gly Tyr lie Asp 
65 70 75 

Pro Ser Asn Gly Glu Thr Thr Tyr Asn Gin Lys Phe Lys Gly Arg 
80 85 90 

Phe Thr Leu Ser Arg Asp Asn Ser Lys Asn Thr Ala Tyr Leu Gin 
95 100 105 

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala 



110 115 120 

Arg Gly Asp Tyr Arg Tyr Asn Gly Asp Trp Phe Phe Asp Val Trp 

125 130 135 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly 

140 145 150 

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly 

155 160 165 

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu 

170 175 180 

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val 

185 190 195 

His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu 

200 205 210 

Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr 

215 220 225 

Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp 

230 235 240 

Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr 

245 250 253 

<210> 56 
<211> 242 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-242 

<223> recombinant immunoglobulin 
<400> 56 

Met Lys Lys Asn lie Ala Phe Leu Leu Ala Ser Met Phe Val Phe 

15 10 15 

Ser lie Ala Thr Asn Ala Tyr Ala Asp lie Gin Met Thr Gin Ser 

20 25 30 

Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Thr lie Thr 

35 40 45 

Cys Arg Ser Ser Gin Ser Leu Val His Gly lie Gly Ala Thr Tyr 

50 55 60 

Leu His Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu 

65 70 75 

lie Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro Ser Arg Phe 

80 85 90 



Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser 
95 100 105 



Leu Gin Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Ser Gin Ser Thr 
110 115 120 



His Val Pro Leu Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
125 130 135 

Arg Thr Val Ala Ala Pro Ser Val Phe He Phe Pro Pro Ser Asp 
140 145 150 

Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn 
155 160 165 

Asn Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn 
170 175 180 

Ala Leu Gin Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp 
185 190 195 

Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser 
200 205 210 

Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr 
215 220 225 

His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly 
230 235 240 

Glu Cys 
242 

<210> 57 
<211> 45 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-45 

<223> recombinant leucine zipper peptide 
<400> 57 

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Arg Met Lys 
15 10 15 

Gin Leu Glu Asp Lys Val Glu Glu Leu Leu Ser Lys Asn Tyr His 
20 25 30 

Leu Glu Asn Glu Val Ala Arg Leu Lys Lys Leu Val Gly Glu Arg 
35 40 45 

<210> 58 
<211> 780 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-780 

<223> recombinant immunoglobulin 



<400> 58 




atgaaaaaga 


atatcgcatt 


tcttcttgca 


tctatgttcg 


ttttttctat 


50 


tgctacaaac 


gcatacgctg 


atatccagat 


gacccagtcc 


ccgagctccc 


100 


tgtccgcctc 


tgtgggcgat 


agggtcacca 


tcacctgcag 


gtcaagtcaa 


150 


agcttagtac 


atggtatagg 


tgctacgtat 


ttacactggt 


atcaacagaa 


200 


accaggaaaa 


gctccgaaac 


tactgattta 


caaagtatcc 


aatcgattct 


250 


ctggagtccc 


ttctcgcttc 


tctggatccg 


gttctgggac 


ggatttcact 


300 


ctgaccatca 


gcagtctgca 


gccagaagac 


ttcgcaactt 


attactgttc 


350 


acagagtact 


catgtcccgc 


tcacgtttgg 


acagggtacc 


aaggtggaga 


400 


tcaaacgaac 


tgtggctgca 


ccatctgtct 


tcatcttccc 


gccatctgat 


450 


gagcagttga 


aatctggaac 


tgcttctgtt 


gtgtgcctgc 


tgaataactt 


500 


ctatcccaga 


gaggccaaag 


tacagtggaa 


ggtggataac 


gccctccaat 


550 


cgggtaactc 


ccaggagagt 


gtcacagagc 


aggacagcaa 


ggacagcacc 


600 




oc fine cat. 


aaccrctaaac 

^ ^ V-^ y 


aaagcagact 


acgagaaaca 


650 


caaagtctac 


gcctgcgaag 


tcacccatca 


gggcctgagc 


tcgcccgtca 


700 


caaagagctt 


caacagggga 


gagtgttaag 


ctgatcctct 


acgccggacg 


750 


catcgtggcc 


ctagtacgca 


actagtcgta 


780 







<210> 59 

<211> 927 

<212> DNA 

I'T" <213> Artificial Sequence 

ry <22o> 

IzS^ <221> Artificial Sequence 

n <222> 1-927 

'IZ <223> recombinant immunoglobulin 

<400> 59 



aaaagggtat 


ctagaggttg 


aggtgatttt 


atgaaaaaga 


atatcgcatt 


50 


tcttcttgca 


tctatgttcg 


ttttttctat 


tgctacaaac 


gcgtacgctg 


100 


aggttcagct 


agtgcagtct 


ggcggtggcc 


tggtgcagcc 


agggggctca 


150 


ctccgtttgt 


cctgtgcagc 


ttctggctac 


tccttctcga 


gtcactatat 


200 


gcactgggtc 


cgtcaggccc 


cgggtaaggg 


cctggaatgg 


gttggatata 


250 


ttgatccttc 


caatggtgaa 


actacgtata 


atcaaaagtt 


caagggccgt 


300 


ttcactttat 


ctcgcgacaa 


ctccaaaaac 


acagcatacc 


tgcagatgaa 


350 


cagcctgcgt 


gctgaggaca 


ctgccgtcta 


ttactgtgca 


agaggggatt 


400 


atcgctacaa 


tggtgactgg 


ttcttcgacg 


tctggggtca 


aggaaccctg 


450 




gtcaccgtct 


cctcggcctc 


caccaagggc 


ccatcggtct 


tccccctggc 


500 


accctcctcc 


aagagcacct 


ctgggggcac 


agcggccctg 


ggctgcctgg 


550 


tcaaggacta 


cttccccgaa 


ccggtgacgg 


tgtcgtggaa 


ctcaggcgcc 


600 


ctgaccagcg 


gcgtgcacac 


cttcccggct 


gtcctacagt 


cctcaggact 


650 


ctactccctc 


agcagcgtgg 


tgaccgtgcc 


ctccagcagc 


ttgggcaccc 


700 


agacctacat 


V** ^ ^ V-» t-l V--* ^ VJ 


aatc^ipa^3crp 


CI ^-A V — CI Ci V^Cl 


*^ o o. V-^ I— V— a. 


750 


aagaaagttg 


agcccaaatc 


ttgtgacaaa 


actcacacat 


gcccgccgtg 


800 


cccagcacca 


gaactgctgg 


gcggccgcat 


gaaacagcta 


gaggacaagg 


850 


tcgaagagct 


actctccaag 


aactaccacc 


tagagaatga 


agtggcaaga 


900 



ctcaaaaagc ttgtcgggga gcgctaa 927 

<210> 60 
<211> 298 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-298 

<223> recombinant immunoglobulin 
<400> 60 

Met Lys Lys Asn lie Ala Phe Leu Leu 
1 5 

Ser lie Ala Thr Asn Ala Tyr Ala Glu 
20 

Gly Gly Gly Leu Val Gin Pro Gly Gly 
35 

Ala Ala Ser Gly Tyr Ser Phe Ser Ser 
50 

Arg Gin Ala Pro Gly Lys Gly Leu Glu 
65 

Pro Ser Asn Gly Glu Thr Thr Tyr Asn 
80 

Phe Thr Leu Ser Arg Asp Asn Ser Lys 
95 

Met Asn Ser Leu Arg Ala Glu Asp Thr 
110 

Arg Gly Asp Tyr Arg Tyr Asn Gly Asp 
125 



Ala Ser 
10 

Val Gin 
25 



Ser Leu 
40 

His Tyr 
55 

Trp Val 
70 

Gin Lys 
85 

Asn Thr 
100 

Ala Val 
115 

Trp Phe 
130 



Met Phe 
Leu Val 
Arg Leu 
Met His 
Gly Tyr 
Phe Lys 
Ala Tyr 
Tyr Tyr 
Phe Asp 



Val Phe 
15 

Gin Ser 
30 

Ser Cys 
45 

Trp Val 
60 

lie Asp 
75 



Gly Arg 
90 

Leu Gin 
105 

Cys Ala 
120 

Val Trp 
135 



Gly Gin Gly Thr Leu Val Thr Val Ser 
140 



Ser Ala Ser Thr Lys Gly 
145 150 



Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly 
155 160 165 

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu 
170 175 180 

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val 
185 190 195 

His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu 
200 205 210 

Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr 
215 220 - 225 

Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp 
230 235 240 

Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro 
245 250 255 

Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Arg Met Lys Gin Leu 
260 265 270 

Glu Asp Lys Val Glu Glu Leu Leu Ser Lys Asn Tyr His Leu Glu 
275 280 285 

Asn Glu Val Ala Arg Leu Lys Lys Leu Val Gly Glu Arg 
290 295 298 

<210> 61 
<211> 6563 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-6563 

<223> recombinant immunoglobulin 
<400> 61 



gaattcaact 


tctccatact 


ttggataagg 


aaatacagac 


atgaaaaatc 


50 


tcattgctga 


gttgttattt 


aagcttgccc 


aaaaagaaga 


agagtcgaat 


100 


gaactgtgtg 


cgcaggtaga 


agctttggag 


attatcgtca 


ctgcaatgct 


150 


tcgcaatatg 


gcgcaaaatg 


accaacagcg 


gttgattgat 


caggtagagg 


200 


gggcgctgta 


cgaggtaaag 


cccgatgcca 


gcattcctga 


cgacgatacg 


250 


gagctgctgc 


gcgattacgt 


aaagaagtta 


ttgaagcatc 


ctcgtcagta 


300 


aaaagttaat 


cttttcaaca 


gctgtcataa 


agttgtcacg 


gccgagactt 


350 


atagtcgctt 


tgtttttatt 


ttttaatgta 


tttgtaacta 


gaattcgagc 


400 


tcggtacccg 


gggatcctct 


cgaggttgag 


gtgattttat 


gaaaaagaat 


450 


atcgcatttc 


ttcttgcatc 


tatgttcgtt 


ttttctattg 


ctacaaacgc 


500 



atacgctgat 


atccagatga 


cccagtcccc 


gagctccctg 


tccgcctctg 


550 


tgggcgatag 


ggtcaccatc 


acctgcaggt 


caagtcaaag 


cttagtacat 


600 


ggtataggtg 


ctacgtattt 


acactggtat 


caacagaaac 


caggaaaagc 


650 


tccgaaacta 


ctgatttaca 


aagtatccaa 


tcgattctct 


ggagtccctt 


700 


ctcgcttctc 


tggatccggt 


tctgggacgg 


atttcactct 


gaccatcagc 


750 


agtctgcagc 


cagaagactt 


cgcaacttat 


tactgttcac 


agagtactca 


800 


tgtcccgctc 


acgtttggac 


agggtaccaa 


ggtggagatc 


aaacgaactg 


850 


tggctgcacc 


atctgtcttc 


atcttcccgc 


catctgatga 


gcagttgaaa 


900 


tctggaactg 


cttctgttgt 


gtgcctgctg 


aataacttct 


atcccagaga 


950 


ggccaaagta 


cagtggaagg 


tggataacgc 


cctccaatcg 


ggtaactccc 


lOGO 


aggagagtgt 


cacagagcag 


gacagcaagg 


acagcaccta 


cagcctcagc 


1050 


agcaccctga 


cgctgagcaa 


agcagactac 


gagaaacaca 


aagtctacgc 


1100 


ctgcgaagtc 


acccatcagg 


gcctgagctc 


gcccgtcaca 


aagagcttca 


1150 


acaggggaga 


gtgttaagct 


gatcctctac 


gccggacgca 


tcgtggccct 


1200 


agtacgcaac 


tagtcgtaaa 


aagggtatct 


agaggttgag 


gtgattttat 


1250 


gaaaaagaat 


atcgcatttc 


ttcttgcatc 


tatgttcgtt 


ttttctattg 


1300 


ctacaaacgc 


gtacgctgag 


gttcagctag 


tgcagtctgg 


cggtggcctg 


1350 


gtgcagccag 


ggggctcact 


ccgtttgtcc 


tgtgcagctt 


ctggctactc 


1400 


cttctcgagt 


cactatatgc 


actgggtccg 


tcaggccccg 


ggtaagggcc 


1450 


tggaatgggt 


tggatatatt 


gatccttcca 


atggtgaaac 


tacgtataat 


1500 


caaaagttca 


agggccgttt 


cactttatct 


cgcgacaact 


ccaaaaacac 


1550 


agcatacctg 


cagatgaaca 


gcctgcgtgc 


tgaggacact 


gccgtctatt 


1600 


actgtgcaag 


aggggattat 


cgctacaatg 


gtgactggtt 


cttcgacgtc 


1650 


tggggtcaag 


gaaccctggt 


caccgtctcc 


tcggcctcca 


ccaagggccc 


1700 


atcggtcttc 


cccctggcac 


cctcctccaa 


gagcacctct 


gggggcacag^ 


.1750 


cggccctggg 


ctgcctggtc 


aaggactact 


tccccgaacc 


ggtgacggtg 


1800 


tcgtggaact 


caggcgccct 


gaccagcggc 


gtgcacacct 


tcccggctgt 


1850 


cct acagtcc 


tcaggact ct 


actccctcag 


cagcgtggtg 


accgtgccct 


1900 


ccagcagctt 


gggcacccag 


acctacatct 


gcaacgtgaa 


tcacaagccc 


1950 


agcaacacca 


aggtcgacaa 


gaaagttgag 


cccaaatctt 


gtgacaaaac 


2000 


tcacacatgc 


ccgccgtgcc 


cagcaccaga 


actgctgggc 


ggccgcatga 


2050 



aacagctaga 


ggacaaggtc 


gaagagctac 


tctccaagaa 


ctaccaccta 


2100 


gagaatgaag 


tggcaagact 


caaaaagctt 


gtcggggagc 


gctaagcatg 


2150 


cgacggccct 


agagtcccta 


acgctcggtt 


gccgccgggc 


gttttttatt 


2200 


gttaactcat 


gtttgacagc 


ttatcatcga 


taagctttaa 


tgcggtagtt 


2250 


tatcacagtt 


aaattgctaa 


cgcagtcagg 


caccgtgtat 


gaaatctaac 


2300 


aatgcgctca 


tcgtcatcct 


cggcaccgtc 


accctggatg 


ctgtaggcat 


2350 


aggcttggtt 


atgccggtac 


tgccgggcct 


cttgcgggat 


atcgtccatt 


2400 


ccgacagcat 


cgccagtcac 


tatggcgtgc 


tgctagcgct 


atatgcgttg 


2450 


atgcaatttc 


tatgcgcacc 


cgttctcgga 


gcactgtccg 


accgctttgg 


2500 


ccgccgccca 


gtcctgctcg 


cttcgctact 


tggagccact 


atcgactacg 


2550 


cgatcatggc 


gaccacaccc 


gtcctgtgga 


tcctctacgc 


cggacgcatc 


2600 


gtggccggca 


tcaccggcgc 


cacaggtgcg 


gttgctggcg 


cctatatcgc 


2650 


cgacatcacc 


gatggggaag 


atcgggctcg 


ccacttcggg 


ctcatgagcg 


2700 


cttgtttcgg 


cgtgggtatg 


gtggcaggcc 


ccgtggccgg 


gggactgttg 


2750 


ggcgccatct 


ccttgcacgc 


accattcctt 


gcggcggcgg 


tgctcaacgg 


2800 


cctcaaccta 


ctactgggct 


gcttcctaat 


gcaggagtcg 


cataagggag 


2850 


agcgtcgtcc 


gatgcccttg 


agagccttca 


acccagtcag 


ctccttccgg 


2900 


tgggcgcggg 


gcatgactat 


cgtcgccgca 


cttatgactg 


tcttctttat 


2950 


catgcaactc 


gtaggacagg 


tgccggcagc 


gctctgggtc 


attttcggcg 


3000 


aggaccgctt 


tcgctggagc 


gcgacgatga 


tcggcctgtc 


gcttgcggta 


3050 


ttcggaatct 


tgcacgccct 


cgctcaagcc 


ttcgtcactg 


gtcccgccac 


3100 


caaacgtttc 


ggcgagaagc 


aggccattat 


cgccggcatg 


gcggccgacg 


3150 


cgctgggcta 


cgtcttgctg 


gcgttcgcga 


cgcgaggctg 


gatggccttc 


3200 


cccattatga 


ttcttctcgc 


ttccggcggc 


atcgggatgc 


ccgcgttgca 


3250 


ggccatgctg 


tccaggcagg 


tagatgacga 


ccatcaggga 


cagcttcaag 


3300 


gatcgctcgc 


ggctcttacc 


agcctaactt 


cgatcactgg 


accgctgatc 


3350 


gtcacggcga 


tttatgccgc 


ctcggcgagc 


acatggaacg 


ggttggcatg 


3400 


gattgtaggc 


gccgccctat 


accttgtctg 


cctccccgcg 


ttgcgtcgcg 


3450 


gtgcatggag 


ccgggccacc 


tcgacctgaa 


tggaagccgg 


cggcacctcg 


3500 


ctaacggatt 


caccactcca 


agaattggag 


ccaatcaatt 


cttgcggaga 


3550 




actgtgaatg 


cgcaaaccaa 


cccttggcag 


aacatatcca 


tcgcgtccgc 


3600 


catctccagc 


agccgcacgc 


ggcgcatctc 


gggcagcgtt 


gggtcctggc 


3650 


cacgggtgcg 


catgatcgtg 


ctcctgtcgt 


tgaggacccg 


gctaggctgg 


3700 


cggggttgcc 


ttactggtta 


gcagaatgaa 


tcaccgatac 


gcgagcgaac 


3750 


gtgaagcgac 


tgctgctgca 


aaacgtctgc 


gacctgagca 


acaacatgaa 


3800 


tggtcttcgg 


tttccgtgtt 


tcgtaaagtc 


tggaaacgcg 


gaagtcagcg 


3850 


ccctgcacca 


ttatgttccg 


gatctgcatc 


gcaggatgct 


gctggctacc 


3900 


ctgtggaaca 


cctacatctg 


tattaacgaa 


gcgctggcat 


tgaccctgag 


3950 


tgatttttct 


ctggtcccgc 


cgcatccata 


ccgccagttg 


tttaccctca 


4000 


caacgttcca 


gtaaccgggc 


atgttcatca 


tcagtaaccc 


gtatcgtgag 


4050 


catcctctct 


cgtttcatcg 


gtatcattac 


ccccatgaac 


agaaattccc 


4100 


ccttacacgg 


aggcatcaag 


tgaccaaaca 


ggaaaaaacc 


gcccttaaca 


4150 


tggcccgctt 


tatcagaagc 


cagacattaa 


cgcttctgga 


gaaactcaac 


4200 


gagctggacg 


cggatgaaca 


ggcagacatc 


tgtgaatcgc 


ttcacgacca 


4250 


cgctgatgag 


ctttaccgca 


gctgcctcgc 


gcgtttcggt 


gatgacggtg 


4300 


aaaacctctg 


acacatgcag 


ctcccggaga 


cggtcacagc 


ttgtctgtaa 


4350 


gcggatgccg 


ggagcagaca 


agcccgtcag 


ggcgcgtcag 


cgggtgttgg 


4400 


cgggtgtcgg 


ggcgcagcca 


tgacccagtc 


acgtagcgat 


agcggagtgt 


4450 


atactggctt 


aactatgcgg 


catcagagca 


gattgtactg 


agagtgcacc 


4500 


atatgcggtg 


tgaaataccg 


cacagatgcg 


taaggagaaa 


ataccgcatc 


4550 


aggcgctctt 


ccgcttcctc 


gctcactgac 


tcgctgcgct 


cggtcgttcg 


4600 


gctgcggcga 


gcggtatcag 


ctcactcaaa 


ggcggtaata 


cggttatcca 


4650 


cagaatcagg 


ggataacgca 


ggaaagaaca 


tgtgagcaaa 


aggccagcaa 


4700 


aaggccagga 


accgtaaaaa 


ggccgcgttg 


ctggcgtttt 


tccataggct 


4750 


ccgcccccct 


gacgagcatc 


acaaaaatcg 


acgctcaagt 


cagaggtggc 


4800 


gaaacccgac 


aggactataa 


agataccagg 


cgtttccccc 


tggaagctcc 


4850 


ctcgtgcgct 


ctcctgttcc 


gaccctgccg 


cttaccggat 


acctgtccgc 


4900 


ctttctccct 


tcaqaaaqcq 


tggcgctttc 


tcatagctca 


cqctgtaggt 


4950 


atctcagttc 


ggtgtaggtc 


gttcgctcca 


agctgggctg 


tgtgcacgaa 


5000 


ccccccgttc 


agcccgaccg 


ctgcgcctta 


tccggtaact 


atcgtcttga 


5050 


gtccaacccg 


gtaagacacg 


acttatcgcc 


actggcagca 


gccactggta 


5100 



acaggattag 


cagagcgagg 


tatgtaggcg 


gtgctacaga 


gttcttgaag 


5150 


tggtggccta 


actacggcta 


cactagaagg 


acagtatttg 


gtatctgcgc 


5200 


tctgctgaag 


ccagttacct 


tcggaaaaag 


agttggtagc 


tcttgatccg 


5250 


gcaaacaaac 


caccgctggt 


agcggtggtt 


tttttgtttg 


caagcagcag 


5300 


attacgcgca 


gaaaaaaagg 


atctcaagaa 


gatcctttga 


tcttttctac 


5350 


ggggtctgac 


gctcagtgga 


acgaaaactc 


acgttaaggg 


attttggtca 


5400 


tgagattatc 


aaaaaggatc 


ttcacctaga 


tccttttaaa 


ttaaaaatga 


5450 


agttttaaat 


caatctaaag 


tatatatgag 


taaacttggt 


ctgacagtta 


5500 


ccaatgctta 


atcagtgagg 


cacctatctc 


agcgatctgt 


ctatttcgtt 


5550 


catccatagt 


tgcctgactc 


cccgtcgtgt 


agataactac 


gatacgggag 


5600 


ggcttaccat 


ctggccccag 


tgctgcaatg 


ataccgcgag 


acccacgctc 


5650 


accggctcca 


gatttatcag 


caataaacca 


gccagccgga 


agggccgagc 


5700 


gcagaagtgg 


tcctgcaact 


ttatccgcct 


ccatccagtc 


tattaattgt 


5750 


tgccgggaag 


ctagagtaag 


tagttcgcca 


gttaatagtt 


tgcgcaacgt 


5800 


tgttgccatt 


gctgcaggca 


tcgtggtgtc 


acgctcgtcg 


tttggtatgg 


5850 


cttcattcag 


ctccggttcc 


caacgatcaa 


ggcgagttac 


atgatccccc 


5900 


atgttgtgca 


aaaaagcggt 


tagctccttc 


ggtcctccga 


tcgttgtcag 


5950 


aagtaagttg 


gccgcagtgt 


tatcactcat 


ggttatggca 


gcactgcata 


6000 


attctcttac 


tgtcatgcca 


tccgtaagat 


gcttttctgt 


gactggtgag 


6050 


tactcaacca 


agtcattctg 


agaatagtgt 


atgcggcgac 


cgagttgctc 


6100 


ttgcccggcg 


tcaacacggg 


ataataccgc 


gccacatagc 


agaactttaa 


6150 


aagtgctcat 


cattggaaaa 


cgttcttcgg 


ggcgaaaact 


ctcaaggatc 


6200 


ttaccgctgt 


tgagatccag 


ttcgatgtaa 


cccactcgtg 


cacccaactg 


6250 


atcttcagca 


tcttttactt 


tcaccagcgt 


ttctgggtga 


gcaaaaacag 


6300 


gaaggcaaaa 


tgccgcaaaa 


aagggaataa 


gggcgacacg 


gaaatgttga 


6350 


atactcatac 


tcttcctttt 


tcaatattat 


tgaagcattt 


atcagggtta 


6400 


ttgtctcatg 


agcggataca 


tatttgaatg 


tatttagaaa 


aataaacaaa 


6450 


taggggttcc 


gcgcacattt 


ccccgaaaag 


tgccacctga 


cgtctaagaa 


6500 


accattatta 


tcatgacatt 


aacctataaa 


aataggcgta 


tcacgaggcc 


6550 


ctttcgtctt 


caa 6563 











<210> 62 
<211> 242 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-242 

<223> recombinant immunoglobulin 
<400> 62 

Met Lys Lys Asn lie Ala Phe Leu Leu Ala Ser Met Phe Val Phe 
15 10 15 

Ser lie Ala Thr Asn Ala Tyr Ala Asp lie Gin Met Thr Gin Ser 
20 25 30 

Pro Ser Ser Leu Ser Ala Ser Val Gly Asp Arg Val Thr lie Thr 
35 40 45 

Cys Arg Ser Ser Gin Ser Leu Val His Gly lie Gly Glu Thr Tyr 
50 55 60 

Leu His Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu 
65 70 75 

lie Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro Ser Arg Phe 
80 85 90 

Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser 
95 100 105 

* Leu Gin Pro Glu Asp Phe Ala Thr Tyr Tyr Cys Ser Gin Ser Thr 
110 115 120 

His Val Pro Leu Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
125 130 135 

Arg Thr Val Ala Ala Pro Ser Val Phe He Phe Pro Pro Ser Asp 
140 145 150 

Glu Gin Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn 
155 160 165 

Asn Phe Tyr Pro Arg Glu Ala Lys Val Gin Trp Lys Val Asp Asn 
170 175 180 

Ala Leu Gin Ser Gly Asn Ser Gin Glu Ser Val Thr Glu Gin Asp 
185 190 195 

Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser 
200 205 210 

Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr 
215 220 225 

His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly 
230 235 240 



Glu Cys 
242 




<210> 63 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-27 

<223> recombinant immunoglobulin 
<400> 63 

catggtatag gttaaactta tttacac 27 

<210> 64 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-27 

<223> recombinant immunoglobulin 

<220> 

<221> n 

<222> 13, 14 

<223> a or g or c or t 

<400> 64 

catggtatag gtnnsactta tttacac 27 

<210> 65 
<211> 780 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-780 

<223> recombinant immunoglobulin 
<400> 65 



atgaaaaaga 


atatcgcatt 


tcttcttgca 


tctatgttcg 


ttttttctat 


50 


tgctacaaac 


gcatacgctg 


atatccagat 


gacccagtcc 


ccgagctccc 


100 


tgtccgcctc 


tgtgggcgat 


agggt caeca 


tcacctgcag 


gtcaagtcaa 


150 


agcttagtac 


atggtatagg 


tgagacgtat 


ttacactggt 


atcaacagaa 


200 


accaggaaaa 


gctccgaaac 


tactgattta 


caaagtatcc 


aatcgattct 


250 


ctggagtccc 


ttctcgcttc 


tctggatccg 


gttctgggac 


ggatttcact 


300 


ctgaccatca 


gcagtctgca 


gccagaagac 


ttcgcaactt 


attactgttc 


350 


acagagtact 


catgtcccgc 


tcacgtttgg 


acagggtacc 


aaggtggaga 


400 


tcaaacgaac 


tgtggctgca 


ccatctgtct 


tcatcttccc 


gccatctgat 


450 




gagcagttga 


aatctggaac 


tgcttctgtt 


gtgtgcctgc 


tgaataactt 


500 


ctatcccaga 


gaggccaaag 


tacagtggaa 


ggtggataac 


gccctccaat 


550 


cgggtaactc 


ccaggagagt 


gtcacagagc 


aggacagcaa 


ggacagcacc 


600 


tacagcctca 


gcagcaccct 


gacgctgagc 


aaagcagact 


acgagaaaca 


650 


caaagtctac 


gcctgcgaag 


tcacccatca 


gggcctgagc 


tcgcccgtca 


700 


caaagagctt 


caacagggga 


gagtgttaag 


ctgatcctct 


acgccggacg 


750 


catcgtggcc 


ctagtacgca 


actagtcgta 


780 







<210> 66 
<211> 78 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-78 

<223> recombinant immunoglobulin 
<400> 66 

ctagtgcagt ctggcggtgg cctggtgcag ccagggggct cactccgttt 50 

gtcctgtgca gcttctggct actccttc 78 

<210> 67 
<211> 82 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-82 

<223> recombinant iminunoglobulin 
<400> 67 

tcgagaagga gtagccagaa gctgcacagg acaaacggag tgagccccct 50 

ggctgcacca ggccaccgcc agactgcact ag 82 

<210> 68 
<211> 8120 
<212> DNA 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-8120 

<223> recombinant immunoglobulin 
<400> 68 

ttcgagctcg cccgacattg attattgact agagtcgatc gacagctgtg 50 
gaatgtgtgt cagttagggt gtggaaagtc cccaggctcc ccagcaggca 100 
gaagtatgca aagcatgcat ctcaattagt cagcaaccag gtgtggaaag 150 



tccccaggct 


ccccagcagg 


cagaagtatg 


caaagcatgc 


atctcaatta 


200 


gtcagcaacc 


atagtcccgc 


ccctaactcc 


gcccatcccg 


cccctaactc 


250 


cgcccagttc 


cgcccattct 


ccgccccatg 


gctgactaat 


tttttttatt 


300 


tatgcagagg 


ccgaggccgc 


ctcggcctct 


gagctattcc 


agaagtagtg 


350 


aggaggcttt 


tttggaggcc 


taggcttttg 


caaaaagcta 


gcttatccgg 


400 


ccgggaacgg 


tgcattggaa 


cgcggattcc 


ccgtgccaag 


agtgacgtaa 


450 


gtaccgccta 


tagagcgata 


agaggatttt 


atccccgctg 


ccatcatggt 


500 


tcgaccattg 


aactgcatcg 


tcgccgtgtc 


ccaaaatatg 


gggattggca 


550 


agaacggaga 


cctaccctgg 


cctccgctca 


ggaacgagtt 


caagtacttc 


600 


caaagaatga 


ccacaacctc 


ttcagtggaa 


ggtaaacaga 


atctggtgat 


650 


tatgggtagg 


aaaacctggt 


tctccattcc 


tgagaagaat 


cgacctttaa 


700 


aggacagaat 


taatatagtt 


ctcagtagag 


aactcaaaga 


accaccacga 


750 


ggagctcatt 


ttcttgccaa 


aagtttggat 


gatgccttaa 


gacttattga 


800 


acaaccggaa 


ttggcaagta 


aagtagacat 


ggtttggata 


gtcggaggca 


850 


gttctgttta 


ccaggaagcc 


atgaatcaac 


caggccacct 


tagactcttt 


900 


gtgacaagga 


tcatgcagga 


atttgaaagt 


gacacgtttt 


tcccagaaat 


950 


tgatttgggg 


aaatataaac 


ctctcccaga 


atacccaggc 


gtcctctctg 


1000 


aggtccagga 


ggaaaaaggc 


atcaagtata 


agtttgaagt 


ctacgagaag 


1050 


aaagactaac 


aggaagatgc 


tttcaagttc 


tctgctcccc 


tcctaaagct 


1100 


atgcattttt 


ataagaccat 


gggacttttg 


ctggctttag 


atccccttgg 


1150 


cttcgttaga 


acgcagctac 


aattaataca 


taaccttatg 


tatcatacac 


1200 


atacgattta 


ggtgacacta 


tagataacat 


ccactttgcc 


tttctctcca 


1250 


caggtgtcca 


ctcccaggtc 


caactgcacc 


tcggttctat 


cgattgaatt 


1300 


ccaccatggg 


atggtcatgt 


atcatccttt 


ttctagtagc 


aactgcaact 


1350 


ggagtacatt 


cagaagttca 


gctagtgcag 


tctggcggtg 


gcctggtgca 


1400 


gccagggggc 


tcactccgtt 


tgtcctgtgc 


agcttctggc 


tactccttct 


1450 


cgagtcacta 


tatgcactgg 


gtccgtcagg 


ccccgggtaa 


gggcctggaa 


1500 


tQaattaaat 


atattgatcc 


ttccaatggt 


gaaactacgt 


ataatcaaaa 


1550 


gttcaagggc 


cgtttcactt 


tatctcgcga 


caactccaaa 


aacacagcat 


1600 


acctgcagat 


gaacagcctg 


cgtgctgagg 


acactgccgt 


ctattactgt 


1650 


gcaagagggg 


attatcgcta 


caatggtgac 


tggttcttcg 


acgtctgggg 


1700 



tcaaggaacc 


ctggtcaccg 


tctcctcggc 


ctccaccaag 


ggcccatcgg 


1750 


tcttccccct 


ggcaccctcc 


tccaagagca 


cctctggggg 


cacagcggcc 


1800 


ctgggctgcc 


tggtcaagga 


ctacttcccc 


gaaccggtga 


cggtgtcgtg 


1850 


gaactcaggc 


gccctgacca 


gcggcgtgca 


caccttcccg 


gctgtcctac 


1900 


agtcctcagg 


actctactcc 


ctcagcagcg 


tggtgactgt 


gccctctagc 


1950 


agcttgggca 


cccagaccta 


catctgcaac 


gtgaatcaca 


agcccagcaa 


2000 


caccaaggtg 


gacaagaaag 


ttgagcccaa 


atcttgtgac 


aaaactcaca 


2050 


catgcccacc 


gtgcccagca 


cctgaactcc 


tggggggacc 


gtcagtcttc 


2100 


ctcttccccc 


caaaacccaa 


ggacaccctc 


atgatctccc 


ggacccctga 


2150 


ggtcacatgc 


gtggtggtgg 


acgtgagcca 


cgaagaccct 


gaggtcaagt 


2200 


tcaactggta 


cgtggacggc 


gtggaggtgc 


ataatgccaa 


gacaaagccg 


2250 


cgggaggagc 


agtacaacag 


cacgtaccgt 


gtggtcagcg 


tcctcaccgt 


2300 


cctgcaccag 


gactggctga 


atggcaagga 


gtacaagtgc 


aaggtctcca 


2350 


acaaagccct 


cccagccccc 


atcgagaaaa 


ccatctccaa 


agccaaaggg 


2400 


cagccccgag 


aaccacaggt 


gtacaccctg 


cccccatccc 


gggaagagat 


2450 


gaccaagaac 


caggtcagcc 


tgacctgcct 


ggtcaaaggc 


ttctatccca 


2500 


gcgacatcgc 


cgtggagtgg 


gagagcaatg 


ggcagccgga 


gaacaactac 


2550 


aagaccacgc 


ctcccgtgct 


ggactccgac 


ggctccttct 


tcctctacag 


2600 


caagctcacc 


gtggacaaga 


gcaggtggca 


gcaggggaac 


gtcttctcat 


2650 


gctccgtgat 


gcatgaggct 


ctgcacaacc 


actacacgca 


gaagagcctc 


2700 


tccctgtctc 


cgggtaaatg 


agtgcgacgg 


ccctagagtc 


gacctgcaga 


2750 


agcttggccg 


ccatggccca 


acttgtttat 


tgcagcttat 


aatggttaca 


2800 


aataaagcaa 


tagcatcaca 


aatttcacaa 


ataaagcatt 


tttttcactg 


2850 


cattctagtt 


gtggtttgtc 


caaactcatc 


aatgtatctt 


atcatgtctg 


2900 


gatcgatcgg 


gaattaattc 


ggcgcagcac 


catggcctga 


aataacctct 


2950 


gaaagaggaa 


cttggttagg 


taccttctga 


ggcggaaaga 


accatctgtg 


3000 


gaatgtgtgt 


cagttagggt 


gtggaaagtc 


cccaggctcc 


ccagcaggca 


3050 


gaagtatgca 


aagcatgcat 


ctcaattagt 


cagcaaccag 


gtgtggaaag 


3100 


tccccaggct 


ccccagcagg 


cagaagtatg 


caaagcatgc 


atctcaatta 


3150 


gtcagcaacc 


atagtcccgc 


ccctaactcc 


gcccatcccg 


cccctaactc 


3200 



cgcccagttc 


cgcccattct 


ccgccccatg 


gctgactaat 


tttttttatt 


3250 


tatgcagagg 


ccgaggccgc 


ctcggcctct 


gagctattcc 


agaagtagtg 


3300 


aggaggcttt 


tttggaggcc 


taggcttttg 


caaaaagcta 


gcttatccgg 


3350 


ccgggaacgg 


tgcattggaa 


cgcggattcc 


ccgtgccaag 


agtcaggtaa 


3400 


gtaccgccta 


tagagtctat 


aggcccaccc 


ccttggcttc 


gttagaacgc 


3450 


ggctacaatt 


aatacataac 


cttttggatc 


gatcctactg 


acactgacat 


3500 


ccactttttc 


tttttctcca 


caggtgtcca 


ctcccaggtc 


caactgcacc 


3550 


tcggttcgcg 


aagctagctt 


gggctgcatc 


gattgaattc 


caccatggga 


3600 


tggtcatgta 


tcatcctttt 


tctagtagca 


actgcaactg 


gagtacattc 


3650 


agatatccag 


atgacccagt 


ccccgagctc 


cctgtccgcc 


tctgtgggcg 


3700 


atagggtcac 


catcacctgc 


aggtcaagtc 


aaagcttagt 


acatggtata 


3750 


ggtgctacgt 


atttacactg 


gtatcaacag 


aaaccaggaa 


aagctccgaa 


3800 


actactgatt 


tacaaagtat 


ccaatcgatt 


ctctggagtc 


ccttctcgct 


3850 


tctctggatc 


cggttctggg 


acggatttca 


ctctgaccat 


cagcagtctg 


3900 


cagccagaag 


acttcgcaac 


ttattactgt 


tcacagagta 


ctcatgtccc 


3950 


gctcacgttt 


ggacagggta 


ccaaggtgga 


gatcaaacga 


actgtggctg 


4000 


caccatctgt 


cttcatcttc 


ccgccatctg 


atgagcagtt 


gaaatctgga 


4050 


actgcttctg 


ttgtgtgcct 


gctgaataac 


ttctatccca 


gagaggccaa 


4100 


agtacagtgg 


aaggtggata 


acgccctcca 


atcgggtaac 


tcccaggaga 


4150 


gtgtcacaga 


gcaggacagc 


aaggacagca 


cctacagcct 


cagcagcacc 


4200 


ctgacgctga 


gcaaagcaga 


ctacgagaaa 


cacaaagtct 


acgcctgcga 


4250 


agtcacccat 


cagggcctga 


gctcgcccgt 


cacaaagagc 


ttcaacaggg 


4300 


gagagtgtta 


agcttggccg 


ccatggccca 


acttgtttat 


tgcagcttat 


4350 


aatggttaca 


aataaagcaa 


tagcatcaca 


aatttcacaa 


ataaagcatt 


4400 


tttttcactg 


cattctagtt 


gtggtttgtc 


caaactcatc 


aatgtatctt 


4450 


atcatgtctg 


gatcgatcgg 


gaattaattc 


ggcgcagcac 


catggcctga 


4500 


aataacctct 


gaaagaggaa 


cttggttagg 


taccttctga 


ggcggaaaga 


4550 


accaoct ot Q 
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gaatgtgtgt 


cagt tagggt 


gtggaaagtc 


cccaggct cc 


4600 


ccagcaggca 


gaagtatgca 


aagcatgcat 


ctcaattagt 


cagcaaccag 


4650 


gtgtggaaag 


tccccaggct 


ccccagcagg 


cagaagtatg 


caaagcatgc 


4700 


atctcaatta 


gtcagcaacc 


atagtcccgc 


ccctaactcc 


gcccatcccg 


4750 




cccctaactc 


cgcccagttc 


cgcccattct 


ccgccccatg 


gctgactaat 


4800 


tttttttatt 


tatgcagagg 


ccgaggccgc 


ctcggcctct 


gagctattcc 


4850 


agaagtagtg 


aggaggcttt 


tttggaggcc 


taggcttttg 


caaaaagctg 


4900 


ttacctcgag 


cggccgctta 


attaaggcgc 


gccatttaaa 


tcctgcaggt 


4950 


aacagcttgg 


cactggccgt 


cgttttacaa 


cgtcgtgact 


gggaaaaccc 


5000 


tggcgttacc 


caacttaatc 


gccttgcagc 


acatcccccc 


ttcgccagct 


5050 


ggcgtaatag 


cgaagaggcc 


cgcaccgatc 


gcccttccca 


acagttgcgt 


5100 


agcctgaatg 


gcgaatggcg 


cctgatgcgg 


tattttctcc 


ttacgcatct 


5150 


gtgcggtatt 


tcacaccgca 


tacgtcaaag 


caaccatagt 


acgcgccctg 


5200 


tagcggcgca 


ttaagcgcgg 


cgggtgtggt 


ggttacgcgc 


agcgtgaccg 


5250 


ctacacttgc 


cagcgcccta 


gcgcccgctc 


ctttcgcttt 


cttcccttcc 


5300 


tttctcgcca 


cgttcgccgg 


ctttccccgt 


caagctctaa 


atcgggggct 


5350 


ccctttaggg 


ttccgattta 


gtgctttacg 


gcacctcgac 


cccaaaaaac 


5400 


ttgatttggg 


tgatggttca 


cgtagtgggc 


catcgccctg 


atagacggtt 


5450 


tttcgccctt 


tgacgttgga 


gtccacgttc 


tttaatagtg 


gactcttgtt 


5500 


ccaaactgga 


acaacactca 


accctatctc 


gggctattct 


tttgatttat 


5550 


aagggatttt 


gccgatttcg 


gcctattggt 


taaaaaatga 


gctgatttaa 


5600 


caaaaattta 


acgcgaattt 


taacaaaata 


ttaacgttta 


caattttatg 


5650 


gtgcactctc 


agtacaatct 


gctctgatgc 


cgcatagtta 


agccaactcc 


5700 


gctatcgcta 


cgtgactggg 


tcatggctgc 


gccccgacac 


ccgccaacac 


5750 


ccgctgacgc 


gccctgacgg 


gcttgtctgc 


tcccggcatc 


cgcttacaga 


5800 


caagctgtga 


ccgtctccgg 


gagctgcatg 


tgtcagaggt 


tttcaccgtc 


5850 


atcaccgaaa 


cgcgcgaggc 


agtattcttg 


aagacgaaag 


ggcctcgtga 


5900 


tacgcctatt 


tttataggtt 


aatgtcatga 


taataatggt 


ttcttagacg 


5950 


tcaggtggca 


cttttcgggg 


aaatgtgcgc 


ggaaccccta 


tttgtttatt 


6000 


tttctaaata 


cattcaaata 


tgtatccgct 


catgagacaa 


taaccctgat 


6050 


aaatgcttca 


ataatattga 


aaaaggaaga 


gtatgagtat 


tcaacatttc 


6100 


cgtgtcgccc 


ttattccctt 


ttttgcggca 


ttttgccttc 


ctgtttttgc 


6150 


tcacccagaa 


acgctggtga 


aagtaaaaga 


tgctgaagat 


cagttgggtg 


6200 


cacgagtggg 


ttacatcgaa 


ctggatctca 


acagcggtaa 


gatccttgag 


6250 




agttttcgcc 


ccgaagaacg 


ttttccaatg 


atgagcactt 


ttaaagttct 


6300 


gctatgtggc 


gcggtattat 


cccgtgatga 


cgccgggcaa 


gagcaactcg 


6350 


gtcgccgcat 


acactattct 


cagaatgact 


tggttgagta 


ctcaccagtc 


6400 


acagaaaagc 


atcttacgga 


tggcatgaca 


gtaagagaat 


tatgcagtgc 


6450 


tgccataacc 


atgagtgata 


acactgcggc 


caacttactt 


ctgacaacga 


6500 


tcggaggacc 


gaaggagcta 


accgcttttt 


tgcacaacat 


gggggatcat 


6550 


gtaactcgcc 


ttgatcgttg 


ggaaccggag 


ctgaatgaag 


ccataccaaa 


6600 


cgacgagcgt 


gacaccacga 


tgccagcagc 


aatggcaaca 


acgttgcgca 


6650 


aactattaac 


tggcgaacta 


cttactctag 


cttcccggca 


acaattaata 


6700 


gactggatgg 


aggcggataa 


agttgcagga 


ccacttctgc 


gctcggccct 


6750 


tccggctggc 


tggtttattg 


ctgataaatc 


tggagccggt 


gagcgtgggt 


6800 


ctcgcggtat 


cattgcagca 


ctggggccag 


atggtaagcc 


ctcccgtatc 


6850 


gtagttatct 


acacgacggg 


gagtcaggca 


actatggatg 


aacgaaatag 


6900 


acagatcgct 


gagataggtg 


cctcactgat 


taagcattgg 


taactgtcag 


6950 


accaagttta 


ctcatatata 


ctttagattg 


atttaaaact 


tcatttttaa 


7000 


tttaaaagga 


tctaggtgaa 


gatccttttt 


gataatctca 


tgaccaaaat 


7050 


cccttaacgt 


gagttttcgt 


tccactgagc 


gtcagacccc 


gtagaaaaga 


7100 


tcaaaggatc 


ttcttgagat 


cctttttttc 


tgcgcgtaat 


ctgctgcttg 


7150 


caaacaaaaa 


aaccaccgct 


accagcggtg 


gtttgtttgc 


cggatcaaga 


7200 


gctaccaact 


ctttttccga 


aggtaactgg 


cttcagcaga 


gcgcagatac 


7250 


caaatactgt 


ccttctagtg 


tagccgtagt 


taggccacca 


cttcaagaac 


7300 


tctgtagcac 


cgcctacata 


cctcgctctg 


ctaatcctgt 


taccagtggc 


7350 


tgctgccagt 


ggcgataagt 


cgtgtcttac 


cgggttggac 


tcaagacgat 


7400 


agttaccgga 


taaggcgcag 


cggtcgggct 


gaacgggggg 


ttcgtgcaca 


7450 


cagcccagct 


tggagcgaac 


gacctacacc 


gaactgagat 


acctacagcg 


7500 


tgagcattga 


gaaagcgcca 


cgcttcccga 


agggagaaag 


gcggacaggt 


7550 


atccggtaag 


cggcagggtc 


ggaacaggag 


agcgcacgag 


ggagcttcca 


7600 




cctggta tct 


t tat agtcct 


gtcgggt t t c 


gccacctctg 


7650 


acttgagcgt 


cgatttttgt 


gatgctcgtc 


aggggggcgg 


agcctatgga 


7700 


aaaacgccag 


caacgcggcc 


tttttacggt 


tcctggcctt 


ttgctggcct 


7750 


tttgctcaca 


tgttctttcc 


tgcgttatcc 


cctgattctg 


tggataaccg 


7800 




tattaccgcc tttgagtgag ctgataccgc tcgccgcagc cgaacgaccg 7850 

agcgcagcga gtcagtgagc gaggaagcgg aagagcgccc aatacgcaaa 7900 

ccgcctctcc ccgcgcgttg gccgattcat taatccagct ggcacgacag 7 950 

gtttcccgac tggaaagcgg gcagtgagcg caacgcaatt aatgtgagtt 8000 

acctcactca ttaggcaccc caggctttac actttatgct tccggctcgt 8050 

atgttgtgtg gaattgtgag cggataacaa tttcacacag gaaacagcta 8100 

tgaccatgat tacgaattaa 8120 

<210> 69 
<211> 800 
<212> DNA 

<213> Artificial Sequence 
<220> - 

<221> Artificial Sequence 
<222> 1-800 



<223> recombinant immunoglobulin 
<400> 69 



aaaagggtat 


ctagaggttg 


aggtgatttt 


atgaaaaaga 


atatcgcatt 


50 


tcttcttgca 


tctatgttcg 


ttttttctat 


tgctacaaac 


gcgtacgctg 


100 


aggttcagct 


agtgcagtct 


ggcggtggcc 


tggtgcagcc 


agggggctca 


150 


ctccgtttgt 


cctgtgcagc 


ttctggctac 


tccttctcga 


gtcactatat 


200 


gcactgggtc 


cgtcaggccc 


cgggtaaggg 


cctggaatgg 


gttggatata 


250 


ttgatccttc 


caatggtgaa 


actacgtata 


atcaaaagtt 


caagggccgt 


300 


ttcactttat 


ctcgcgacaa 


ctccaaaaac 


acagcatacc 


tgcagatgaa 


350 


cagcctgcgt 


gctgaggaca 


ctgccgtcta 


ttactgtgca 


agaggggatt 


400 


atcgctacaa 


tggtgactgg 


ttcttcgacg 


tctggggtca 


aggaaccctg 


450 


gtcaccgtct 


cctcggcctc 


caccaagggc 


ccatcggtct 


tccccctggc 


500 


accctcctcc 


aagagcacct 


ctgggggcac 


agcggccctg 


ggctgcctgg 


550 


tcaaggacta 


cttccccgaa 


ccggtgacgg 


tgtcgtggaa 


ctcaggcgcc 


600 


ctgaccagcg 


gcgtgcacac 


cttcccggct 


gtcctacagt 


cctcaggact 


650 


ctactccctc 


agcagcgtgg 


tgaccgtgcc 


ctccagcagc 


ttgggcaccc 


700 


agacctacat 


ctgcaacgtg 


aatcacaagc 


ccagcaacac 


caaggtcgac 


750 


aagaaagttg 


agcccaaatc 


ttgtgacaaa 


actcacacat 


gcccgcctga 


800 



<210> 70 
<211> 256 
<212> PRT 



<213> Artificial Sequence 



<220> 

<221> Artificial Sequence 
<222> 1-256 

<223> recombinant immunoglobulin 
<400> 70 

Met Lys Lys Asn lie Ala Phe Leu Leu Ala Ser Met Phe Val Phe 

15 10 15 

Ser lie Ala Thr Asn Ala Tyr Ala Glu Val Gin Leu Val Gin Ser 

20 25 30 

Gly Gly Gly Leu Val Gin Pro Gly Gly Ser Leu Arg Leu Ser Cys 

35 40 45 

Ala Ala Ser Gly Tyr Ser Phe Ser Ser His Tyr Met His Trp Val 

50 55 60 

Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val Gly Tyr lie Asp 

65 70 75 

Pro Ser Asn Gly Glu Thr Thr Tyr Asn Gin Lys Phe Lys Gly Arg 

80 85 90 

Phe Thr Leu Ser Arg Asp Asn Ser Lys Asn Thr Ala Tyr Leu Gin 

95 100 105 

Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys Ala 

110 115 120 

Arg Gly Asp Tyr Arg Tyr Asn Gly Asp Trp Phe Phe Asp Val Trp 

125 130 135 

Gly Gin Gly Thr Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly 

140 145 150 

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly 

155 160 165 

Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu 

170 175 180 

Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val 

185 190 195 

His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser Leu 

200 205 210 

Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr 

215 220 225 

Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp 



230 



235 



240 



Lys Lys Val 



Glu 



Pro 
245 



Lys 



Ser Cys Asp 



Lys Thr His Thr 
250 



Cys Pro 
255 



Pro 
256 



<210> 71 
<211> 452 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artificial Sequence 
<222> 1-452 

<223> recombinant immunoglobulin 
<400> 71 

Glu Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val Gin Pro Gly 

15 10 15 

Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Tyr Ser Phe Ser 

20 25 30 

Ser His Tyr Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu 

35 40 45 

Glu Trp Val Gly Tyr lie Asp Pro Ser Asn Gly Glu Thr Thr Tyr 

50 55 60 

Asn Gin Lys Phe Lys Gly Arg Phe Thr Leu Ser Arg Asp Asn Ser 

65 70 75 

Lys Asn Thr Ala Tyr Leu Gin Met Asn Ser Leu Arg Ala Glu Asp 

80 85 90 

Thr Ala Val Tyr Tyr Cys Ala Arg Gly Asp Tyr Arg Tyr Asn Gly 

95 100 105 

Asp Trp Phe Phe Asp Val Trp Gly Gin Gly Thr Leu Val Thr Val 

110 115 120 

Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro 

125 130 135 

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu 

140 145 150 

Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 

155 160 165 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin 

170 175 180 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser 

185 190 195 

Ser Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys 

200 205 210 

Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys 

215 220 225 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu 

230 235 240 



Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 



245 250 255 

Leu Met He Ser Arg Thr Pro Giu Val Thr Cys Val Val Val Asp 
260 265 270 

Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp 
275 280 285 

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin 
290 295 300 

Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His 
305 310 315 

Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
320 325 330 

Lys Ala Leu Pro Ala Pro He Glu Lys Thr He Ser Lys Ala Lys 
335 340 345 

Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg 
350 355 360 

Glu Glu Met Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys 
365 370 375 

Gly Phe Tyr Pro Ser Asp He Ala Val Glu Trp Glu Ser Asn Gly 
380 385 390 

Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser 
395 400 405 

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 
410 415 420 

Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu 
425 430 435 

Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro 
440 445 450 

Gly Lys 
452 

<210> 72 
<211> 219 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> Artficial Sequence 
<222> 1-219 

<223> recombinant imunoglobulin 
<400> 72 

Asp lie Gin Met Thr Gin Ser Pro Ser Ser Leu Ser Ala Ser Val 
15 10 15 



Gly Asp Arg Val Thr He Thr Cys Arg Ser Ser Gin Ser Leu Val 
20 25 30 



His Gly lie Gly Ala Thr Tyr Leu His Trp Tyr 
35 40 

Gly Lys Ala Pro Lys Leu Leu lie Tyr Lys Val 
50 55 



Gin Gin Lys 
Ser Asn Arg 



Pro 
45 

Phe 
60 



Ser Gly Val Pro Ser Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp 

65 70 75 

Phe Thr Leu Thr lie Ser Ser Leu Gin Pro Glu Asp Phe Ala Thr 

80 85 90 

Tyr Tyr Cys Ser Gin Ser Thr His Val Pro Leu Thr Phe Gly Gin 

95 100 105 



Gly Thr Lys Val Glu He Lys Arg Thr Val Ala 
110 115 



Ala Pro Ser 



Val 
120 



Phe He Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly Thr Ala 

125 130 135 

Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys 

140 145 150 

Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 

155 160 165 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu 

170 175 180 

Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 

185 190 195 



Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu 
200 205 



Ser Ser Pro 



Val 
210 



Thr Lys Ser Phe Asn Arg Gly Glu Cys 
215 219 



